[DNA-marking of quantitative traits in corn].
Methods of ISSR- and RAPD-analyses were used for marking quantitative trait loci (QTLs) determining the development of some morphological and biological traits in maize. Specificity of marker locus alleles was established for certain levels of polygenic trait phenotype manifestation. Criteria of marker locus informativity are discussed. A possibility of marker-assisted selection for valuable genotypes with desired for breeding trait values was demonstrated.